	
	CRL4DCAF1
	CRL4DCAF1-CSN

	Data collection and processing
	
	

	Microscope
	FEI Titan Krios
	FEI F30 Polara

	Camera
	Gatan K2
	Gatan K2

	Voltage (kV)
	300
	300

	Energy filter slit width (eV)
	30
	

	Total dose (e-/Å2)
	45
	

	Magnification
	130,000
	31,000

	Defocus (µm)
	-1.5 to -4
	-1.5 to 4

	Number of frames
	40
	40

	No. of micrographs
	1280
	1185

	Pixel size (Å)
	0.88 
	1.24

	Initial particle images (no.)
	158,188
	173,061

	Final particle images (no.)
	14,000
	26,582

	Symmetry imposed
	D2
	C2

	Map resolution (Å), FSC threshold 0.143
	8.4
	20

	Refinement
	
	

	Non-hydrogen atoms
	44608
	n.a.

	Protein residues
	9028
	n.a.

	Ligands
	n.a.
	n.a.

	RMSD
	
	

	
	Bond lengths (Å)
	0.007
	n.a.

	
	Bond angles (°)
	1.17  
	n.a.

	Average B-factor (Å2)
	596
	n.a.

	MolProbity Score
	1.0
	n.a.

	Clashscore
	0.75
	n.a.

	Ramachandran plot
	
	

	
	Favored (%)
	96.2
	n.a.

	
	Allowed (%)
	3.5
	n.a.

	
	Outliers (%)
	0.3
	n.a.

	Rotamer outliers
	n.a.
	n.a.

	Model-Map Correlation (CCBox)
	0.78
	n.a.


Table EV1. Cryo-EM data collection, refinement and validation statistics
