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Appendix: Validation of our intron retention pipeline

Table of content

Appendix Table S1 (page 1)
Summary of assays for the IR pipeline validation

Appendix Figure S1 (pages 2 to 4)
PCR assays performed for the IR pipeline validation
In all conditions, DRB (50µM) was applied to mouse primary neocortical cells (14 days in 
culture) for 2hrs; 1hr before cell collection, bicuculline (20µM) was added to the cultures.
Left: RT-PCR validations of IR-transcripts identified as regulated (green, “Valid. PCR” column) 
or not (red, “Valid. PCR” column) upon bicuculline stimulation with our pipeline. The expression 
of the IR- and spliced isoforms were assessed with semi-quantitative or with real-time qPCR 
using three different primer sets, as represented in the top scheme. Mean PIR values are indi-
cated beneath the PCR assay panels. 
Right: For each IR candidate, the PIR values in control condition (DRB), the PIR values in stim-
ulated condition (DRB + Bicuculine) and the PIR fold-change values are indicated in the column 
“Our pipeline”. Those values were calculated with our IR pipeline.
PIR: Percentage of intron retention
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Appendix TableS1. Summary of assays for the IR pipeline validation
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Appendix Figure S1. PCR
assays performed
for the IR pipeline validation
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