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Figure EV1. The spike, nucleocapsid, membrane, and envelope proteins of clinical and recombinant SARS-CoV-2 after two passages in VeroE6 were amplified
by RT-PCR from clarified supernatant medium.
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Production of infectious FeCoV

Figure EV2. The ISA method to rescue FeCoV.
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Passage on FeA cells

FeCoV complete genome sequence was used to design eight overlapping subgenomic viral fragments covering the full genome. Positions on the genome (in nucleotide) are

indicated in bold red. This figure was created with BioRender.com.
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