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Appendix Table S1.

roup Infermation

Age Adolescent Adult
Sex Male Female Male Female
Genotype [ IoxTB-GHSR C5TBLIGS JoxTB-GHSR C57BL/6 10xTB-GHSR CSTBLIGS loxTB-GHSR
Diat Adibitum 52 Diet Adiiotum 5:20iet Adiomum 52 Diet Ad lbzum 5:2 Die| Adlbrum  5:2 Diet Ad ibitum 5:2 Diet Adibtum  5:2Diet A itum 5:2 Diey
n [ 7 7 7 5 7 7 ] s 8 7 3 ] 7 &l
Body Weight (g)
Mean = SEM 27472074 2632 2063 20882078 25222055 22052058 21552040 2130082 20892050 ISEIL196 ET =148 3179:079  3079:047| 2B1B:147 2B23£125 20492073 23762081
Two Way ANOVA
Genotyps P 001100 B = 0.1802 (ns) P - 0.0080 (1) P - 0.0021 (=)
Diet P = 0.5895 (ns) P = 0.4007 (A8} P = 04748 (ns) P = 01742 (n8)
Genotype x Diet P = 0.3045 (ns) P = 0.9330 (ns) P = 0.9576 (ns) P = 0.T426 (ns)
Nose-Anus Length (mm)
Mean = SEM 90002186 BB0021.44 89852132 0002100 BT432 084 85612108 B4ST2087 B4ST2146) 97002132 SBE3E105 94B5208)  B4BEe003 9018x 180 B263ei2i B7ie160  B8.1T208)
Two Way ANOVA
Genotype P = 0.5157 (ns) e 00342 () B = 0.0805 (ns) P = 0.0810 ins)
Diet P = 05157 (ns) P=0.7170 (a8 P = 08550 (ns) P = 0.8050 {ns)
Genotype x Diet P = 04540 (s} P = 0.7170 (ns) P = 0.8689 (ns) P = 0.1894 {ns)
Tibial Length (mm)
Mean = SEW 17772013 1791 20.09 7624008 78020145 17882011 17682019 174620141 17812040) 18462010 1867 £0.43 18232007  1B26£017) 18882011 18532008 BIEL014 8112014
Two Way ANOVA
Genotype P = 0.2920 (ns) = 0.3278 (ns) P = 00250 () P = 0.0015 {)
Diet P = 0.2023 (n3) P = 0.6588 (n3) P = 06263 (ns) P = 06593 ins)
Genotype x Diet P = 08488 (ns) P = 0.9616 (ns) P = 06526 (ns) P = 0.9892 ins)

Appendix Table S1. Summary of endpoint body weight and growth data,



Appendix Table S2.

age Adolescent Adult
Sex Male Female Male Female
Genotype CSTBLAS o TB-GHSR CSTBLS I TBGHS R CSTBLS] lox TB-GHSR CSTBLE Jox TB-GHS R
Diet Ad Wit 5:2 Dt Adibkum &2 Oiat) Ad ikum 5200 Ad kit 53 Dias sdibin 53 0ie Ad ity £:20ie A i 52 Oiat 2d1bkum 52 Diat
Ki6T" calls per DG section
Wean = SEH 2a3:zw B3I RWIT @B (2519314 273168 4T6L1E  A3B20W  [8FH £ 051 050:204 SEZ2L4S 590:068 (BM:z04  WM@:234 ST 883158
n (mice per group) 7 ] ] 7l
Two Way ANOVA
Genotype P = 08680 {ns) P = 0.5630 (ns) P 0007204 P = 02578 (ns)
Dist 4342 n3) P = 01070 (ns) 05084 ins) 1543 (ns)
Genctype xDist P - 08535 (ns) P = 06407 (ns) B - 08452 ins) P = 08482 (ns)
DCX cells per DG section
Wean = SEN 1BESI1162  MIZAI18S ISLTTEIIET  IRSZIR04 [1STB4:7E 10322558 MBE0£959  TIG0:383 |2011:25  WE7:548 1957257 AR2ZU  (Z31:26  ZE0:271 240143 2542435
n (mice per group) 7 7 ] 7] 7
Tuwo Way SNOVA
Genotype P = 04074 (ns} P =0.8334 (ns) P = 01889 (ns) P = 02427 (ns)
Diet P = 05485 (ns) P = 0,088 (ns) B = 01254 ing P = 05800 (ns)
Genotype x Diet P « 08910 (ns} P = 01678 (ns) P = 08842 (ns) P = 06464 (ns)
BrdU” cells per DG section
Wean =SEN 15112247 N742176 12T 21 MEITE 1086218 9WOST 6%202 (6452058  T41:0E S04 562:042 [T42:067  685:0.7 64520 6962061
n (mics per group) & ] 7 7 8 7 1] 7 ] & 7l 9 7 7
Tum Way ANOVA
Genotype P« 04394 (ns} P = 01678 (ns) P = 00885 ns) P = QST13 (08}
Diet 2662 (ns) P =0.154 {ns) 5027 (s} 237 (ns)
Genotype xDist P = 04721 (ns) P = 0.7578 (ns) P - 02975 ins) P = 02708 (ns)
BrdU"NeuN" cells per DG section
Wean zSEW 123422@ Q@@ 8052170 8082252 (6462076 T08+160 4712023 S04037 (4882073  S5B=0 I7E20E 3372038 [63:080  S41:072 43208 5032088
n (mice per group) & 7 7 ] 7 1] 7 & 7
Tuo Way ANOVA
Benotype P = 02368 (ns) P =0.16%0 (5] P = 00257 () P =Q.370(08)
Diet P = 015482 (ns) P =10.3272 (ns) P = 06383 (ne) P = 06072 ns)
Genotype xDiet F - 05434 (ns) P - 0.5128 (ns) P = 02087 (ns) P = 08834 (ns)
BrdU/Sox2” cells per DG section
Wean = SEN 422014 =007 06820142 0382 096 0202008  0X:007 0612045 0502041 (0162005  020:009 0472006 023:008 (0320142 0312013 0142006 0212008
n {mice per group) & ] 7 E 7 & 7 1 H s & 7 T [ k4
Tun Way ANOVA
Genotype P = 0.1002 (rs)) P =0.0025 () P = 0TSTTing P = 01557 (n3)
Diet P = 00565 (ns) P = 0.637% (ns) P = 04582(n8) P = 08178}
Genotype x Dist P = 07211 (ns) P = 05840 (ns) P = 09087 ins) P = 06563 (ns)
BrdU/S1008" cells per DG section
Wean = SEN 152058 1442126 2391048 2002025 1822034 186:037 1612047 1072045 [1262030 455203 1162027 1202044 1862028 140049 125202 1102043
n (mice per groun) & 5 7 E 7 & 7 1] s B 3 7| & 7
Two Way ANOVA
Genotype P = 00870 (ns) P = 0.0881 (18) P = D83y P=01330(n8)
P = 07250 (ns) P = 0.4653 (ng) P = 05285 (ne) P = 03716 (ns)
Genotype x Diet P = 08554 (ns) P =0.2528 (ns) P = DE281 ing) P = 07838 (ns)

Appendix Table S2. Summary of data for cellular markers of adult hippocampal

neurogenesis.



Appendix Table S3.

[G roup Information
Age Adolescent
loxTB-GHSR loxTB-GHSR
sommminz7) _az0imn=7) =208 0= 7| ) szomn=7| somamn=s 520
AW (413273851 42052240 |41 79188 AA54T103 TAT2200 11782 1.2 heZ LRk ) 14042 1.20 1667 2 1.7
mazze (w72 amas 37z 167 nre 1im a17z088 Y emz02 o
Testise mrzeTs  vassism  [soveem  msizas e smiim Ls0zas L Lsstoa
0027 P = <0.0001 (=) P= 00001 ( P= 00001 (~)
P= 083865 (m) P=0.9841 (r2) P= 07981 (ra) P=0.3850 (ns) P=0 423}
Peom P =0 0508 (e} Sy Patmzs Pa 071 ins) Pe 0oz (]
P= 0208 i) P00z £= 0087 ) £ = <0.0001 (== F= a0 7= 0007 ()
otal DCX+ colls per
Prolierative [Mean & SEM) 3447 £ 392 HELITE  (FI204 BT 2245 |Z4Te032 2128114 2525019 EBL0D 1674 418 B1992277 091188 (0057 3 245 M|De2M 2221181 T2 40T
Irmermediste (Mean t SEM) 21405 189 HeO118  [191004 1907 1 0.80 1828033 1821103 1780502 1968 £053 27,06+ 1.80 31134204 BW1Q 080 100 DW:214 20572120 |aT2284
Post-Mitctic [Maan & SEM) |[44.07 £ 538 @THe386 522077 [sese:038 BEATE 141 L.L-FLE ] 54852081 1048 £ 3.07 884178 a2 1TH B3 122 ar:o8e THe12 LU ESS

Appendix Table S3. Summary of data for DCX* cell maturation.



Appendix Table S4.

[Group
e Adolescent
Sex Male Female Female
Genatype CSTBLSS CETBLSJ Ix TB-GHSR JoaTB-GHSR CSTBLSS Iox TB-GHS R
Dt Ad lbktum [n=8) &2 Diet{n = &) )| Ad libitum(n = 7) &2 Diet n = 8)] Ad libitum (n=7) 52 Diet{n= Ad libitum{n = | Ad ibtum (n = 8 E2 Dwt(n= 8] Adlibitm(n =
BrdU*NeuN" cells per DG section
RostraiDG Mean £ SEM ) 133234 s20 7301247 TB208  |a811040 ae3:0m le20:20 2
CaudaiDG fiean = SEM) os0z2m et sarz2ee semzosn 28900 sz=z0@
Rid T Viay ANOVA
Rearah Causs s Feaimnm =030
Diat P=04813(ms) P =0.3968 (ns) 02 (ns)
Roat ahCaudel axis x Diet P=0.1484(m) F=0865 P=0.1188 (ns)
supat = 0008(~) P00 £ =0.0004 (=)

Appendix Table S4. Summary of data for BrdU*/NeuN- cell counts in the rostral and
caudal dentate gyrus (DG).



Appendix Table S5.

[G roup Information
ige IAdolescent Adult
Sex Male female Male Female
Genatype CETBLSJ o TB-GHSR CETBLSJ Ix TB-GHS R CSTBLSS o TB-GHS R CSTELSJ = TB-GHSR
Diet Adlitiumin =8 52 Diet(n =8| Adibitumin=7) 5:2Diet{n=7)|Ad ibitumn=7) &2Dietin=8)| Adibium(n=7) 52 Diet(n= 7)| Adlbium(n=7) 52 Diet(n =8| Adiotumin=8) 52 Diet fn = 7) | Ad ibtum{n=9) 52 Dietn =8| Adibum(n=7) 52 Diet(n= &)
Rostral DG
Suprapyramidal Blade (Mean = SEM) |853s 274 8365+168 [5051 148 5542205 3312054 5672182 2632020 3244043 233¢ 048 A10£ 038 |28 1020 191802 337 £0.56 2712037 2485024 2531038
Inkapyramidal Blade iMean £ SEM)  [e102078 smrom  [3meces amz0s  [2m=0s2  zmesom  Raaom 2zmeom  [23e03n  zmieom e teszos 23e0s  z2e7zoa  [1meoz 2282070
P e 00448 (%) P=0.0368 %) P = 0.0298 %) P=0.0478 () P=0.0818 (ns) Pe00M4()
04008 () P =038 s} P=0.8141 (ns) P= 0,378 ns) o818 () P=08428 ns)
) P=0.132 s} P07 (na) = 0.09% fns) Penime i £=0 3084 fns)
P = 00E33{1m) P 200171 1) a0 2008 (ns) P <0.0001 ) Peoonrz P=0.0008 =)
492 140 FETSE A Ter 3132054 4Wa0m [278203 2902025 (254040 3102047 2w s0m eroxs  2me0a preom oer0
2142088 amiom  [azion 209t03 2eezom  Room 216002 [21a031  z2o1i08 20z emeoa 1m0 zmt0z
P = 00075} Fe0 003 ) F-oma F-omm ) L Te
P=0.185 () = 0.0 ) 20,804 (n3) P=0.2772 ()
P = 0.3066 s} P= 08348 (na) P=0.7283 (ns) P=0.572 fns)
F=00804 1) P= 02487 (ns) P = <0.0007 ) P= 0,948 (ns)
] LA PR ] 4512133 322z 048 503128 2882018 3058020 2431 042 i13r08 |z13202 3104 2820 % amrom
Intapyramidal Blade (Mean = SEM) 2842070 2087 |240= 031 2M 04 282013 2212013 220+ 0.31 28802 17202 p2s0.37 1482018 231203
Rid T Vigy ANOVA
L e P =003 P00 P00 P 00003 () Fromm e
Diet P 0522(m) Pe0me Px 02878 e} P 0.4370 (na) = 0.3485 ns)
GCL tade xDiet P 07289 (m) Pe 08482 frs) Fe 01708 ) 0.8 () F=02173 ins)
sutect =00mar Pz Pogier PromE() = 00001 )

Appendix Table S5. Summary of data for BrdU*/NeuN-cell counts in the
suprapyramidal and infrapyramidal blades of the granule cell layer (GCL) of the DG.



Appendix Table S6.

age Adolescent Adult
Sex WMale Fermale Male Female
Genotype C5TBL%S lox TB-GHSR CSTBLSS I TB-GHSR CSTBLSS fox TB-GHSR CSTBLSS IoxTB-GHSR
Diet Ad Wbitum (n = 6) S20vetn = 6} Ad ibium (n =7} S2D%et n = 6)| Ad libium (n = 7) S20iet (n= 7)| Ad lbitum (n = 7) $20iet (n = 7){ Ad ibium (n = S) 52 Diet in = 5| Ad lbitum (n = &) 52 Diet(n = 7)| Ad lbitum (n = 7) 5:2 Diet (n = 6)] _Ad ibitum (n = 7) 5:2 Diet (n = &)
BrdU” 562" cells per DG section
Rostral DG (Mean 2 SEM) 0.50 2 0.20 0.1920.08 084=x012 0B3=z012 0212007 0292017 05 z019 061020 0,00 2 0.00 0202012 0.08 z0.04 LATELRL 0182007 0.18 = 0.09 L ALEL R
Caucal DG (Wean 2 SEM) 0.30 2012 022013 0712015 002022 018£012 021+008 068+016 057018 030 £ 0.08 0202012 028010 0W=018 0.50 £0.20 011 £008 0292028
RM Two Way ANOVA
Rostra-C audal mis P = 06710 (s} P = 0.1363 (ns) P = 05282 (n3) P = 08316 (ns) P = 0.1411 (s} P = 0.0619 (ru) P = 0.9205 s P = 08555 ns)
Diet ? = 02466 ins) P = 01323 (ns)| P = 07113 (n8) 2637 (ns P = 06454 fns) P =0.3197 (r8) 2 ns) P = 05051 insf
Rostra-Caucal axs x Diet P = 0.3585 (ns) P =0.372 (ns)| P = 08322 (ns) P = 0ET1S (ns) P =0.1411 (ns) P = 0.8837 ()| P = 0.0591 (ns) P = 0.5083 (ns)
Sujed #=0.1221 irs) P=00288 () P =00 P = 0238 (ns} 7= 03612 fns) P =0.7728 (rs) P = 02668 ins P = 08711 insf

Appendix Table S6. Summary of data for BrdU+/Sox2*cell counts in the rostral and

caudal DG.



Appendix Figure S1.
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Appendix Figure S1. Comparison of age effects of cellular markers of AHN.
Data from all sexes, genotypes and diets were pooled for each age group under
study. The effect of age on each marker was assessed using unpaired student t-
tests. ** P =< 0.01; ** P =< 0.001; **** P = < 0.0001,;



