Dataset EV1

Amino acid sequence of Arabidopsis thaliana ECT2 mutant variants with the deleted (∆X) or mutated (6xYA) amino acids marked in red. The YTH domain is coloured blue in all sequences as a reference. 

All deletions and mutations were introduced in the ECT2p:ECT2-mCherry-ECT2ter transgene except for ect2-4, which is a CRISPR-induced in-frame deletion that mimics ∆N.2 at the endogenous ECT2 locus. They differ in length by two amino acids that are highlighted in bold.

The mutants are organized according to the figures in the manuscript.
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