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Comparison of the RGS expression in wild type and RGS5-deficient mice

Quantitative real time PCR analyses of mRNA from wild type (WT) or RGS5-deficient (RGS5-/-)
arteries revealed a low expression level of RGS5 as compared to other related RGS R4 family
members (n=4; the mRNA expression of mRPL32 served as an internal standard, shown are the
meansxSD). The loss of RGS5 is not compensated by an increase in mRNA expression of other RGS
family members. This may explain for the unincisive phenotype of these mice under regular
conditions and is compatible with the blood pressure values.





