Jeroen Maertzdorf et al ~ Molecular classification of TB patients EMBO Molecular Medicine

Expanded View Figures

CNIH4 GBP1 _ P2RY14 | PCNXL2

CD274 FCGRIC _ GBP5 ' $100A8

-6-

ACt

coaT4 FCGRIC GBPS. 510048

" DHRS9 FBXLS FAM26F

-8

-8+ -6 -

-8 -

103 DHRSY FBXLS FAMEF

BATF2 CD98 FCGR1A

-4 -

8-

-8-

BATF2 coss. FCGRIA

Figure EV1. Relative expression levels.
Box plots showing relative expression of genes from 15-gene model in Indian RT-PCR dataset. Displayed are inverse ACt values (zero — ACt), such that higher values indicate
higher expression levels for each sample.
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Figure EV2. Classification performance of models.
ROC curves showing the performance of the 15- and 4-gene models built on the combined training and test datasets. Shown is classification power between tuberculosis (TB)
and all controls, and between TB and the LTBI or uninfected (non-LTBI) controls separately.

Figure EV3. 4-gene model performance on external RT-PCR datasets.

24 Performance of the 4-gene model in two validation cohorts (The Gambia and
Uganda) based on RT-PCR-derived gene expression levels.
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Figure EV4. Classification performance on tuberculosis (TB) and other diseases (ODs).
Performance of our 4- and 15-gene signatures classifying TB from other diseases in external validation datasets (ODs). Disease abbreviations in Berry dataset (Berry et al,
2010): Still, Still's disease; ASLE, adult systemic lupus erythematosus; PSLE, pediatric SLE; Staph, Staphylococcus aureus; Strep, Group A Streptococcus.
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