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Appendix Figure Sa. Protein markers used to annotate cells in the MILAN analysis

A, Table illustrating the markers used for annotating ECs and CD8" T-cells in tissue sections from
melanoma patients undergoing anti-PD1 monotherapy using MiLAN.

B, AQP1, CD31, CD4, CD8, MelanA, and SOX10 expression projected on the UMAP generated built
by sampling 500 cells for each identified cell type in the consensus clustering. Entire dataset was
projected into the uMap using the base predict R function.

C, UMAP showing identified cell types based on the markers shown in extended figure panel A.
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