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Figure S2

Knockdown of subunits of ATP synthase

(A) Relative levels of the indicated mMRNAs, normalized to values from untreated cells grown
in parallel, following 5 d of treatment with dsSRNA against the cognate gene. (Note that the
GFP control would not be meaningful in this case, since the cells have no GFP gene).
dsRNAs against mTTF and CG2968 produced >90% knockdown at RNA level, whereas
those against CG6105 and CG9032 produced much more modest effects. Means + SD from
three experiments, each conducted in triplicate. (B-E) Effects of knockdown of subunits of cl
(CG6020, NDUFA9) or clV (CG14724, COX5A). (B) Relative mtDNA level, (C) TMRM
fluorescence, (D) whole cell respiration, (E) MitoSox fluorescence, following treatment for 5
d with dsRNA against the genes indicated. All data normalized to untreated cells on day zero.
Means + SD from at least 4 experiments, each conducted in triplicate. Asterisks (*) indicate

significant differences from control and from GFP values (p<0.01).



