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Supplementary Figure 9. Box plot of the distribution of the ratios of peptide
acetylation (AcK), protein abundance (protein) and the ratios acetylated peptides
normalized by protein abundance (AcK/protein) of the cobB mutant/wild type (yellow)
and the patZ mutant/wild type (blue). Experimental conditions were: (A) glucose
batch cultures exponential and (B) stationary phase, (C) low dilution rate glucose
limited chemostat cultures and (D) acetate batch cultures. Red and grey lines
represent median and average respectively.



