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Figure S3: Distribution of the PA200, PI131 and PA28af regulators associated with the standard or
the immunoproteasome in the different cell lines. A, B) The fraction of total P20S (PAIl normalized by
the median PAIl of the 20S proteasome non-catalytic subunits) of the PI31 (A) and PA200 (B)
regulators were plotted against the B5 fraction in the different cell lines. C) The fraction of total P20S
of the PA28af regulator were plotted against the B2i subunit fraction of total P20S in the different

cell lines. Data corresponding to the different cell lines were represented on the different graphs.
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